191707 NIT'NY 9'VIA [INAN
MIX70 N9 9II'N IX?
INYUI 27NNA IAMI

2024 18X 9227 010

2927 N
1712 27°7 .21 DOON PN PITIN 20170 59X :0°907 Riraly

IRXY P2 PR AR
1PN 1ON




D'Y1D] NpaTAl N1 N'AIZIN'Y N70N - 191720

TN V712N DIVON'OL DWA PN °
1TV

NITTIANN NIANINN "' e
N7 N ,NI'0NAX ,N'YVIMIRO'T
D'y

.0"N'A7 ON' DAIAN DTAXY D'IN'O e
NN AT NNXYITIINRIE LTV TN'A

N'XOI? NNIAD

27N NPI9SNA DT [IAXRT Y0IN L[ITY

DR MIPORAT NPV = MW niinl |IE)|7'.U , 0" 7 °

M NP2 NN W



Scrapie: Transmissible spongiform

Encephalopathy (nimn N190)
leading to fatal neurodegeneration
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is a normal protein the disease-causing form of the
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Percent of RSSS Sheep Samples that Tested Positive for
Classical Scrapie - Weighted by Face Color
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RSSS - Regulatory Scrapie Slaughter Surveillance (USDA 2020 report)

FY 2003 - FY 2020

NANAVANAVANEN

@ % Pos '03
% Pos '04
Bl % Pos '05
W % Pos '06
0O % Pos '07
W % Pos '08
O % Pos '09
M % Pos '10
M % Pos '11
0% Pos '12
E % Pos '13
O % Pos '14
M % Pos '15
= % Pos '16
E % Pos '17
W % Pos '18
@ % Pos '19
O % Pos '20

0.0%



YINQ D'YADN NUOI7DINA DY D778 NXNI9N

82 E. Gootwine et al. / Small Ruminant Research 77 (2008) 80-83
Table 1
Genotype frequencies at the PRNP locus in the “Regional trial” by breed and country
Breed Country Number of Genotype
(A136, R154, R171) Flocks Animals ARR/ARR ARR/ARQ ARR/ARH ARR/AHQ ARQ/ARQ ARQ/AHQ ARQ/ARH
LA Isracl 18 197 0.020 0.071 0.015 0.005 0.594 0.218 0.046
ARR-T'/y LA  Jordan 8 62 0.043 0.217 0.029 0.014 0.464 0.159 0.043
LA PA 7 69 0.000 0.177 0.097 0.000 0.613 0.081 0.000
LA Al 33 328 0.021 0.122 0.034 0.006 0.570 0.057 0.180
(V136, H154, Q171) IA  Israel [ 15 0.000 0.133 0.000 0.000 0.867 0.000 0.000
A PA I 29 0.000 0.034 0.034 0.000 0.517 0.345 0.000
VHQ - v A All > 44 0000 0.068 0.023 0.000 0.636 0.000 0.227
As  Isracl 5 110 0.009 0.082 0.000 0.018 0.755 0.000 0.136

LA, Local Awassi; A, Improved Awassi; As, Assaf.
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Average (n=6)
DNA concentration Average of 230/260
Tissue (ng/ul) +SD absorbance ratio +SD
Blood 130 105 1.48 0.44
Swab 120 39 1.74 0.18
Hair 44 24 2.27 0.25
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Name Sequence Purpose
0aScF & oaScR AAAGCCACATAGGCAGTTG Amplification of PRNP first
AATGAGGAAAGAGATGAGGAG exon (780bp)

ScrE1 CAATGACTATGAGGACCGTTACTA Non-polymorphic Forward

ScrRres CACAAAGTTGTTCTGGTTACAATACC Polymorphic resistant Reverse
for ASA (110bp)

ScrRsens1 [TTGTTTTTGTTTTTGTTTTGCACAAAGTTGTTCTGGTTACAATACT Polymorphic Sensitive Reverse
for ASA (130bp)

ScrRsens? [TTGTTTTTGTTTTTGTTTTGCACAAAGTTGTTCTGGTTACAATAAT

Polymorphic sensitive Awassi
for ASA (130bp)
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Sequencing
AA AG GG NTC
AA 17 3 0 0
AG 1 32 1 0
GG 0 3 33 0
Not detected |0 1 2 3
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Codon (amino acid) 136 (A or V) 154(R or H) 171 (R, Q or H) Frequency in 171

Zygosity A/A AV R/IR R/H QQ RI/Q RR QH R/H R171 Q171 H171 Total

Alon Ha Galil - Merino 48 0 41 4 21 21 3 3 0 0.28 0.69 0.03 48

Ein Hatzevah - Romanov 17 0 17 0 5 9 3 0 0 0.44 0.56 0.00 17

Volcani - Assaf 300 5 254 27 54 116 | 111 14 10 0.57 0.39 0.04 305

Total: 365 5 312 31 80 146 117 17 10 370
Table |

Genotype frequencies at the PRNP locus in t

Breed Country Number of

Genotype

Flocks Animals ARR/ARI

LA Israel 18 197
LA Jordan 8 62
LA PA 7 6Y
LA All 33 328
IA Israel 1 15
IA PA | 29
1A All 2 44
As Israel 5 110

0.020
0.043
0.000

0.021

0.000
0.000

0.000

0.009

LA, Local Awassi: IA, Improved Awassi: As

Alon Ha Galil - Merino

Ein Hatzevah - Romanov

Volcani -Assaf

R171

28%
44%
57%

RR171

6%
18%
36%
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